(A) SPINT2 mRNA expression levels (RNA seq.) retrieved from TCGA. Data were extracted through the cBioPortal for Cancer Genomics website (http://www.cbioportal.org/). The box shows the interquartile range, the whiskers the largest and smallest observed scores, and the median is indicated by a bold vertical line. (B) Kaplan-Meier analysis of the RNA-Seq data and outcomes from 377 OSCC cases in the TCGA. Whereas high expression (≥ mean + 0.5SD; n = 49) of the SPINT2 gene tended to be associated with decreased OS, the difference was not statistically significant (p = 0.0682; log-rank test).
